Mining literatures to discover novel multiple biological associations in a disease context.
The text mining methods proposed to discover associations between pairs of biological entities by mining a scientific literature often extract associations already existing in the literature, whereas their extensions supervise too much the discovery process with heuristics and ontologies that limit the research space. On the other hand, the methods that search novel associations applying the text mining methods to two literatures do not avoid the risk of discovering syllogisms based on faulty premises. For this reason, the paper proposes a method that helps the users to discover associations among biological entities by mining the literature using an unsupervised clustering approach. The discovered multiple associations are derived from binary associations to limit the computational load without compromising the methodology accuracy. A case study demonstrates how the tool derived from the methodology works in practice. A comparison between this tool and other tools available in the literature points out the methodology effectiveness.